GN rs# SAP Peptide gf EUR  gf AFR gf EAS gf SAS gf AMR M+H 2= Modified Amino Acid (mass shift)
ACAAL rs2229528 T V294A QVITLLNELK 1.000 1.000 1.000 1.000 1.000 1170.7092 2 -
1153.6827 2 Q(-17)
ACAAL 52229528 _C V294A  QalTLLNELK 0.085 0.005 0.000 0.008 0.029 - - -
ALDH2 rs671_G ES04K  ELGEYGLQAYTEVK 1.000 1.000 0.960 1.000 1.000 1599.7901 2 -
ALDH2 rs671_A E504K  ELGEYGLQAYTk 0.000 0.003 0.308  0.000  0.006 - - -
ATPSA1 rs79011243_C A32S VLSIGDGIAR 1.000 0.995 1.000 1.000 1.000 1000.5786 2 -
ATPSAL rs79011243_A A32S VLSIGDGIs R 0.002 0.171 0.000 0.002 0.012 - - -
BLMH rs1050565_C 1443V HVPEEVLAVLEQEPIVLPAWDPMGALA 0.555 0.348 0304 0429 0.588 - - -
BLMH rs1050565_T 1443V HVPEEVLAVLEQEPIILPAWDPMGALA 0.897 0.950 0.956  0.935 0.839 2937.543 3 -
2953.538 3 M(+16)
CSRP1 rs3738283_A K108I HEEAPGHRPTTNPNASK 1.000 1.000 1.000 0.998 1.000 1842.8841 4 -
3 -
CSRP1 rs3738283_T K108I HEEAPGHRPTTNPNASIFAQK 0.000 0.000 0.054  0.051  0.000 - - -
DsC3 rs35296997_T K180Q  GVDKEPLNLFYIER 1.000 1.000 1.000 1000 1.000 1692.8955 3 -
2 -
DSC3 rs35296997_G K180Q ~ GVDQEPLNLFYIER 0.000 0.061 0.000 _ 0.000 0.006 - - -
DsP rs28763966_C N1526K  ANSSATETINK 1.000 0.958 1.000 1.000 1.000 1135.559 2 -
ANSSATETINKLK 1376.738 3 -
DSP rs28763966_A N1526K  ANSSATETIk 0.002 0333 0.000 0.000 0.020 - - -
DsP rs28763967_C R1537C  VQEQELTR 0.998 1.000 1.000 1.000 1.000 1002.5214 2 -
1003.5055 2 Q(+1)
LKVQEQELTR 1243.7005 2 -
3 -
DSP rs28763967_T R1537C  VQEQELTcLR 0.030 0.002 0.000 _ 0.000 0.003 - - -
DsP rs6929069_A R1738Q  GqSEADSDKNATILELR 0.256 0.605 0.357 0.429 0.349 1846.914 3 -
DsP rs6929069_G R1738Q  GRSEADSDKNATILELR 0.986 0.847 0968 0.935 0.977 1874.9567 3 -
R.SEADSDKNATILELR 1661.8341 3 -
DYNC2H1 rs688906_G K1413R  CQKSLNEFLEEKRSAFPR 0.922 0.697 0968 0.928 0.942 - - -
DYNC2H1 rs688906_A K1413R  CQrSLNEFLEEKRSAFPR 0.453 0.823 0.403  0.450  0.450 2267.135 2 C(+57)
EFHD1 rs11550699_A K90R LSEIDVALEGVK 0.889 0.967 0.766  0.853  0.795 - - -
EFHD1 rs11550699_G K90R LSEIDVALEGVr 0.583 0.265 0.744  0.620  0.723  1300.7107 2 -
EIF252 rs17856024_C E177D  DYTYEELLNR 1.000 1.000 1.000 1.000 1.000 1315.6165 2 -
EIF252 rs17856024_A E177D  DYTYdELLNR 0.000 0.056 0.000  0.000  0.009 - - -
ENO3 rs238239_C V85A LSVaDQEKVDKFMIELDGTENKSK 0.783 0.271 0294 0.534 0.695 - - -
ENO3 rs238239_T V85A LSVVDQEKVDKFMIELDGTE NKSK 0.696 0.982 0.984  0.885 0.798 - - -
AVENINNTLGPALLQKKLSVVDQEKVDK 3145.639 3 N(+1), T(+80), Q(+1)
FLG rs3120655_G T7251 HSGTGHGQASSAVR 1.000 0.818 1.000 1.000 1.000 - - -
SSRHSGTGHGQASSAVR 1681.8113 4 -
FLG rs58001094_G A1167G  HSASQEGQDTIRAHPGSR 0.964 0.395 0.573 0.767 0.795 - - -
FLG rs58001094_C A1167G  HSASQEGQDTIRgHPGSR 0.316 0.956 0.889 0.755 0.718  1919.9067 4 -
GIPC1 rs45458894_G T238S SAGGRPGSGPQLGTGR 0.996 0.988 0.998 0.992 0.980  1454.7459 3 -
AFDMISQRSAGGRPGSGPQLGTGRGTLRLRSR 3502.7 3 S(+80), S(+80)
GIPC1 rs45458894_C T238S SAGGRPGSGPQLGsGR 0.157 0.201 0.008 0.123 0.207 - - -
GPNMB rs35363287_C P324L  AAAPGPCPPPPPPPR 1.000 0.994 1.000 1.000  1.000 - - -
AAAPGPCPPPPPP 1225.6034 2 C(+57)
AAAPGPCPPPPP 1128.5506 2 C(+57)
GPNMB rs35363287_T P324L  AAAPGPCIPPPPPPR 0.008 0.130 0.000  0.002_ 0.014 - - -
GSDMA rs3894194_A R18Q QLNPqGDLTPLDSLIDFK 0.702 0.454 0790 0.736 0.720 - - -
GSDMA rs3894194_G R18Q R.GDLTPLDSLIDFKR 0.809 0.936 0.710  0.769 0.712  1589.8533 3 -
R.GDLTPLDSLIDFK 1433.7522 2 -
GSDMA rs56030650_A T314N GHEVNLEALPK 0.702 0.530 0.728 0.528 0.622 - - -
GSDMA rs56030650_C T314N GHEVTLEALPK 0.787 0.903 0.780  0.918 0.853  1193.6525 3 -
GSDMA rs7212938_G Vvi128L ALETVQER 0.742 0.314 0.734  0.722 0.880 - - -
GSDMA rs7212938_T V128L ALETIQER 0.758 0.970 0.748 0.776 0.572 959.5157 2 -
GSTP1 rs1138272_C Al14v YISLIYTNYEAGKDDYVK 1.000 1.000 1.000 0.996 0.997  2155.0594 3 -
GSTP1 rs1138272_T A114V  YISLIYTNYEVGKDDYVK 0.141 0.011 0.002 0.137 0.055 - - -
GSTP1 rs1695_A 1105V YISLIYTNYEAGKDDYVK 0.893 0.775 0.970  0.898 0.767  2155.0594 3 -
GSTP1 rs1695_G 1105V YVSLIYTNYEAGKDDYVK 0.555 0.735 0.327 0.487 0.718  2141.0437 3 -
HEXB rs10805890_A 1207V GILIDTSR 0.972 1.000 0.923 0.990 0.951 874.4993 2 -
HEXB rs10805890_G 1207V GILvDTSR 0.264 0.018 0.444  0.160 0.349 860.4836 2 -
HEXB rs77499935_A 1420v LAPGTIVEVWKDSAYPEELSRLAPGTIVEVWK 1.000 1.000 1.000 1.000 1.000  2360.2132 3 -
LAPGTIVEVWK 1212.6987 2 -
HEXB rs77499935_G 1420V LAPGTVVEVWKDSAYPEELSR 0.000 0.082 0.000 0.000 0.006 - - -
IL1F10 rs6761276_C T441 ICTLPNR 0.839 0.823 0329 0.894 0.816  873.4611 2 C(+57)
IL1F10 rs6761276_T T441 ICILPNR 0.616 0.664 0.970  0.558  0.651 - - -
JUP rs41283425_C R142H  SAIVHLINYQDDAELATR 1.000 1.000 1.000 0.996 0.997  2029.0349 2 -
3 -
2030.0189 3 Q(+1)
JUP rs41283425_T R142H  SAIVHLINYQDDAELAThALPELTK 0.113 0.005 0.000 0.072 0.063 - - -
JUP rs143043662_C V648l NEGTATYAAAVLFR 1.000 1.000 1.000 1.000  1.000 1483.754 2 -
3 -
JUP rs143043662_T V6481 NEGTATYAAAILFR 0.014 0.003 0.000 0.004 0.006 - - -
KPRP rs4329520_T C413S  LRPEPCISLEPRPRPLPR 0.755 0.664 0.817  0.824  0.752 2183.223 4 C(+57)
KRT1 rs17678945_A A454S  LNDLEDALQQsK 0.034 0.000 0.000 0.006 0.020 1373.6907 2 -
KRT1 rs17678945_C A454S NKLNDLEDALQQAK 1.000 1.000 1.000 1.000 1.000  1599.8337 2 -
3 -
NKLNDLEDALQQAKEDLAR 2184.1254 3 -
KRT2 rs638043_C G219D  VGTRPINLEPIFQGYIDSLK 0.968 1.000 1.000 0.996  0.994 2260.234 3 -
VGTRPINLEPIFQGYIDSLKR 2416.3347 4 -
WELLQQMNVGTR 1474.7471 2 -
KRT2 rs638043_T G219D _ VATRPINLEPIFQGYIDSLKR 0.282 0.047 0.052  0.151  0.196 - - -
KRT2 rs2634041_T 5101G F F F F F F 0.922 0.926 0.429 0914 0931 2399.0184 3 -
KRT2 rs2634041 C S101G__ GGGFGGGSgFGGGSGFSGGGFGGGGFGGGR 0.489 0445 0946 0530 0.470  2369.0077 2 -
KRT6A rs11540301_C T552S AIGGGLSSVGGGSSTIKYSTTSSSSR 0.026 0.490 0.105 0.067 0.153 2404.195 3 -
KRT9 rs77688767_A C406R YCGQLOMIQEQISNLEAQITDVR 1.000 1.000 1.000 1.000 1.000 2737.3284 3 C(+57)
2753.3233 3 C(+57), M(+16)
KRT9 rs77688767_G C406R _ YrGQLQMIQEQISNLEAQITDVR 0.000 0.000 0.038  0.000  0.000 - - -
KRT13 rs4796697_C T298A  DAEEWFHTK 1.000 0.890 1.000 1.000 1.000 1162.5164 2 -
KRT13 rs4796697_T T298A  DAEEWFHaK 0.010 0.546 0.002  0.045 0.055  1132.5058 2 -
KRT16 rs112891689_T T306A  DAETWFLSK 1.000 1.000 1.000 1.000 1.000 1096.5309 2 -
DAETWFLSKTEELNKEVASNSELVQSSR 3197.5598 4 -
KRT16 rs112891689_C T306A DAEaWFLSK 0.000 0.030 0.000 _ 0.000 0.006 - - -
KRT18 rs59979366_A 1159V IVLQIDNARLAADDFR 1.000 1.000 1.000 1.000 1.000 1830.971 3 Q(+1)
N(+1)
KRT18 rs59979366_G 1159V VVLQIDNARLAADDFR 0.000 0.011 0.000 _ 0.000  0.000 - - -
KRT31 rs6503627_A A82V QLERDNVELENLIR 0.153 0.068 0.101 0.039 0.066 1740.9239 3 -
1723.8973 2 Q(-17)
1741.9079 3 Q(+1)
2 Q(+1)
VRQLERDNVELENLIR 1996.0934 4 -
QLERDNVELENLIRER 2009.041 3 Q(+1)
DNVELENLIR 1215.6215 2 N(+1)
1214.6375 2 -
DNVELENLIRER 1499.7812 2 -
3




KRT32 rs2071561_T S222v ADLEAQVEYLK 0.728 0.421 0.885 0.920 0.769 1278.6576 2 -
ADLEAQVEYLKEELMCLK 2198.0719 3 M(+16), C(+57)
2182.077 3 C(+57)
ADLEAQVEYLKEELMCLKK 2326.1668 3 M(+16), C(+57)
4 M(+16), C(+57)
2310.1719 4 C(+57)
KRT32 rs72830046_C R280H  CQYEAMVEANRR 0.934 0.997 0984 0.881 0.957 1509.6573 2 C(+57), (C-17)
1526.6839 3 C(+57)
1542.6788 3 C(+57), M(+16)
2 C(+57), M(+16)
1525.6522 2 C(+57), (C-17), M(+16)
1543.6628 2 C(+57), Q(+1), M(+16)
3 C(+57), Q(+1), M(+16)
CQYEAMVEANR 1370.5827 2 C(+57)
3 C(+57)
1386.5777 2 C(+57), M(+16)
KRT32 rs72830046_T R280H CQYEAMVEANhOR 0.479 0.083 0.212 0.530 0.349 1506.61 2 C(+57), C(-17), M(+16)
KRT32 rs16966929_A T339M  DSLENmMLTESEAR 0.000 0.039 0.000 0.000 0.000 1494.6741 2 -
KRT32 rs2071563_G T395M  LEGEINTYR 0.827 0.814 0.891 0.935 0.824 1094.5477 2 -
ARLEGEINTYR 1321.6859 3 -
2 -
KRT32 rs2071563_A T395M LEGEINmYR 0.676 0.666 0.563 0.423 0.628  1124.5404 2 -
ARLEGEINmMYR 1351.6787 3 -
KRT32 rs2604955_C N402s SLLESEDCK 0.907 0.858 0.911 0.738 0.816  1080.4878 2 C(+57)
SLLESEDCKLP 1290.6246 2 C(+57)
SLLESEDCKLPCNPC 1821.7816 2 All C=C(+57)
3 All C = C(+57)
KRT32 rs2604953_G PAa27T LPCNPCSTPSCTTCVPSPCVPR 0.107 0.433 0.401 0.270 0.389 - - -
KRT32 rs2604953_T P427T  LPCNPCSTPSCTTCVPSPCV(R 1.000 0.930 0950 0.986 0.951 2551.0866 3 All C=C(+57)
LPCNPCSTPSCTTCVPSPCVtRTVCVPR 3263.456 3 All C = C(+57)
KRT32 rs2604956_C D371E AeLERQNQEYQVLLDVR 0.145 0.074 0.093 0.051 0.075  2103.0829 3 -
KRT32 rs3744786_T Q72R TYLSSSCQAASGISGSMGPGSWYSEGAFNGNEK 0.918 0.974 0.893 0.744 0.839  3403.4478 3 C(+57), M(+16)
3404.432 3 C(+57), M(+16), N(+1)
KRT32 rs3744786_C Q72R TYLSSSCr 0.525 0.309 0575 0.736_ 0.631 - - -
KRT32 rs2071560_A 11717 MVVNIDNAK 1.000 0.997 0.996 0.998 0.994 1019.519 2 M(+16)
1020.503 2 M(+16), N(+1)
KRT32 rs2071560_G 11717 MVVNtDNAK 0.002 0.113 0.188 0.022 0.098 - - -
KRT32 rs146792525_C A255T LNIEVDAAPPVDLTR 1.000 1.000 1.000 1.000 1.000 1622.8748 2 -
3 -
CQLGDRLNIEVDAAPPVDLTR 2352.1976 3 C(+57)
2335.1711 3 C(+57), C(-17)
2353.1816 3 C(+57), Q(+1)
KRT32 rs146792525_T A255T  LNIEVDtAPPVDLTR 0.000 0.039 0.000 0.000 0.003 1652.8853 2 -
3 -
KRT33A rs12937519_A A270V  QVVSSSEQLQSYQUVEIIELR 0.439 0.629 0599 0.339 0.346 23352139 3 -
2318.187 3 Q(-17)
QVVSSSEQLQSYQVEIIELRR 2491.315 3 -
2474.288 3 Q(-17)
KRT34 rs2239710_G 12387 SQYEALVEINR 0.887 1.000 0.833 0939 0.876 1321.6747 2 -
1322.6587 2 Q(+1)
SQYEALVEINRR 1477.7758 3 -
1478.7598 3 Q(+1)
SQYEALVEINRREVEQWFATQTEELNK 3311.618 3 Q(+1)
3312.602 3 Q(+1), N(+1)
KRT34 rs2071599_T H348R  DSLENTLTESEAHYSSQLSQVQSLITNVESQLAEIR 0.996 0.864 0.994 0.998 0.997 4019.968 3 -
4 -
DSLENTLTESEAHYSSQLSQVQSLITNVESQ 3437.6191 3 -
4 -
DSLENTLTESEAHYSSQLSQVQSL 2666.2428 3 -
DSLENTLTESEAHYSSQLSQVQS 2553.1587 3 -
DSLENTLTESEAHYSSQLSQVQ 2466.1267 3 -
DSLENTLTESEAHYSSQL 2023.9091 2 -
DSLENTLTESEAHYSSQ 1910.825 2 -
DSLENTLTESEAHYS 1695.7344 2 -
DSLENTLTESEAHY 1608.7024 2 -
DSLENTLTESEAH 1445.639 2 -
TLTESEAHYSSQLSQVQSLITNVESQLAEIR 3461.7394 3 -
4 -
KRT34 rs61740668_G R334W  CDLERQNQEYQVLLDVR 1.000 1.000 1.000 1.000 1.000 2178.0608 3 C(+57)
2 C(+57)
2161.0342 3 C(+57), C(-17)
2 C(+57), C(-17)
2162.018 4 C(+57), C(-17), Q(+1)
2163.002 4 C(+57), C(-17), Q(+1), N(+1)
LAEIRCDLERQNQEYQVLLDVR 2760.41 3 C(+57)
DLERQNQEYQVLLDVR 2018.0301 3 -
RQNQEYQVLLDVR 1660.8765 3 -
R.QNQEYQVLLDVR 1504.7754 2 -
1487.7489 2 Q(-17)
1505.7594 2 N(+1)
2 Q(+1)
KRT34 rs61740668_A R334W  CDLEwQNQEYQVLLDVR 0.014 0.002 0.012 0.006 0.017 2208.039 3 C(+57)
2191.012 3 C(+57), C(-17)
KRT35 rs743686_A S36P VSAMYSSSSCK 0.712 0.454 0.893 0.562 0.669  1222.5078 2 M(+16), C(+57)
1206.5129 2 C(+57)
VSAMYSSSSCKLPSLSPVAR 2143.0522 3 M(+16), C(+57)
2127.0573 3 C(+57)
KRT35 rs743686_G S36P VSAMYSSSpCK 0.791 0.924 0.560  0.867 0.787  1216.5337 2 C(+57)
1232.5286 2 M(+16), C(+57)
VSAMYSSSpCKLPSLSPVAR 2137.0781 3 C(+57)
2153.073 3 M(+16), C(+57)
KRT35 rs138303882_A R163W  YETEVSLWQLVESDINGLR 0.000 0.009 0.000  0.000 0.003 - - -
KRT35 rs138303882_G R163W  TKYETEVSLR 1.000 1.000 1.000 1.000 1.000 1225.6423 2 -
3 -
YETEVSLR 996.4996 2 -
R.QLVESDINGLR 1243.6641 2 -
1226.6375 2 Q(-17)
R.QLVESDINGLRR 1399.7652 2 -
3 -
1382.7386 2 Q(-17)
3 Q(-17)
1383.7226 2 Q(-17), N(+1)
LVVEIDNAKLAADDFRTKYETEVSLR 2995.5735 4 -
KRT35 rs12451652_C ca41y TNCSPRPICVPCPGGRF 0.958 0.994 0.925 0.941 0.986  1974.9095 3 All C=C(+57)
1975.8935 3 N(+1), All C= C(+57)
TNCSPRPICVPCPGGR 1827.8411 3 All C=C(+57)



KRT35 rs12451652_T C441Y TNySPRPICVPCPGGRF 0.302 0.142 0.516 0.384 0.231 -

AllC = C(+57)

KRT35 rs2071601_C P413A TNCSaRPICVPCPGGR 0.789 0.867 0.579 0.867 0.767  1801.8254 3
TNCSaRPICVPCPGGRF 1948.8938 3 All C=C(+57)
1949.8778 3 N(+1), Al C = C(+57)
KRT35 rs2071601_G P413A TNCSPRPICVPCPGGRF 0.712 0.596 0.887 0.562 0.680 1974.9095 3 All C=C(+57)
1975.8935 N(+1), Al C = C(+57)
TNCSPRPICVPCPGGR 1827.8411 3 All C = C(+57)
KRT36 rs75790652_G A202G LNVEVDAAPPVDLNK 1.000 1.000 0.996  0.998 0.997 1593.848 2 -
CQLGDRLNVEVDAAPPVDLNKILEDMR 3080.5504 3 -
KRT36 rs75790652_C A202G  CQLGDRLNVEVDgAPPVDLNK 0.002 0.002 0.153 0.008 0.084 - - -
KRT36 rs11657323_T N357T  YSSQLAQMQCLISNVEAQLSEIR 0.954 0.976 1.000 0965 0.974 2684.3018 3 M(+16), C(+57)
2668.3069 3 C(+57)
QMQCLISNVEAQLSEIR 2034.995 3 M(+16), C(+57)
KRT36 rs11657323_G N357T YSSQLAQMQCLIStVEAQLSEIR 0.417 0.327 0.008 0.286 0.222 2655.312 3 C(+57)
2656.296 3 C(+57), Q(+1)
KRT36 rs9904102_G R277C CQYEALVENNR 1.000 1.000 1.000 1.000 1.000 1395.6321 2 C(+57)
CQYEALVENNRR 1551.7332 3 C(+57)
1534.7067 2 C(+57), C(-17)
KRT36 rs9904102_A R277C CQYEALVENNCR 0.000 0.033 0.002 0.002 0.000 - - -
KRT37 rs9910204_A G13C TSFYSTSSCPLcCTMAPGAR 0.493 0.284 0.167 0.630 0.375 - - -
KRT37 rs9910204_C G13C TSFYSTSSCPLGCTMAPGAR 0.926 0.983 0.998 0.928 0.945 2208.9358 3 T(+42), All C = C(+57), M(+16)
2166.925 3 All C = C(+57), M(+16)
2192.9409 3 T(+42), All C = C(+57)
KRT37 rs9916724_T N39S NVFVSPIDVGCQPVAEANAASMCLLANVAHANR 0.791 0.971 0.851 0.609 0.867 3495.693 3 All C=C(+57)
3511.6879 4 M(+16), All C = C(+57)
3 M(+16), All C = C(+57)
NVFVSPIDVGCQPVAEANAASMCLLANVAHANRVR 3750.863 4 All C=C(+57)
3766.8574 4 M(+16), All C = C(+57)
KRT37 rs9916724_C N39S NVFVSPIDVGCQPVAEASAASMCLLANVAHANR 0.710 0.340 0.665 0.851 0.550 - - -
KRT37 rs9916484_T T72A PSLCLPPTSHTACPLPGTCHIPGNIGICGAYGK 0.791 0.971 0.851 0.609 0.867  3503.6691 4 All C=C(+57)
KRT37 rs9916484_C T72A PSLCLPPaSHTACPLPGTCHIPGNIGICGAYGK 0.710 0.340 0.665 0.851 0.550 - - -
KRT37 rs9916475_T S73C PSLCLPPTSHTACPLPGTCHIPGNIGICGAYGK 0.791 0.971 0.851 0.609 0.867  3503.6691 4 All C=C(+57)
KRT37 rs9916475_A S73C PSLCLPPTCHTACPLPGTCHIPGNIGICGAYGK 0.710 0.340 0.665 0.851 0.550 - - -
KRT38 rs897416_A 5423P LPCNPCSTSPSCVTAPCAPR 0.217 0.118 0.002 0.153 0.153  2231.9664 2 All C=C(+57)
KRT38 rs897416_G S423P LPCNPCSTpPSCVTAPCAPR 0.984 0.995 1.000 0.990 1.000 2241.9872 3 All C=C(+57)
2 All C = C(+57)
KRT39 rs17843021_G T341M  DSQECILTETEAR 0.984 0.980 0972 0988 0.997 1551.6955 2 C(+57)
KRT39 rs17843021_A T341M  DSQECILMETEAR 0.249 0.271 0252 0.153  0.107  1581.6884 2 C(+57)
KRT39 rs142154718_C S86N FSLDDCSWYGEGINSNEK 1.000 1.000 1.000 1.000 1.000 2120.8866 2 C(+57)
FSLDDCSWYGEGINSNEKETMQILNER 3235.4307 3 C(+57)
KRT39 rs142154718 T S86N FSLDDCnWYGEGINSNEK 0.000 0.029 0.000  0.000 0.000 - - -
KRT39 rs7213256_C R456Q EHCSACGPLSR 0.976 0.708 1.000 0.957 0.948  1273.5412 2 All C=C(+57)
3 All C=C(+57)
KRT39 rs7213256_T R456Q  EHCSACGPLSqILVK 0.298 0.790 0.065 0.378  0.329  1698.8303 3 All C = C(+57)
KRT39 rs17843023_G L383M  QNQEYEILLDVK 1.000 0.992 0982 1.000 1.000 1491.7689 2 -
1474.7424 2 Q(-17)
KRT39 rs17843023_T L383M QNQEYEILMDVK 0.024 0.169 0.151 0.020 0.020  1509.7253 2 -
KRT40 rs150812789_A C349R QIQCLIDNLENQLAEIR 0.936 0.994 0.940 0.912 0.890 2053.038 4 Q(-17)
KRT40 rs150812789_G C349R LIDNLENQLAEIR 0.421 0.120 0.442 0.489 0.524  1540.8329 2 -
KRT40 rs2010027_C R235H NHEEEVNLLR 0.936 0.531 0.962 0.904 0.948 1252.628 3 -
1253.612 3 N(+1)
KRT40 rs2010027_T R235H  NHEEEVNLLhEQLGDR 0.473 0.902 0306 0.503  0.424  1931.9206 3 -
KRT40 rs140634473_C R108H  R.SLEETNAELESR 1.000 1.000 1.000 1000 1.000 1377.6492 2 -
KRT40 5140634473_T R108H  VhSLEETNAELESR 0.020 0.002 0.000  0.002  0.012 - - -
KRT40 rs16968862_G S406L LSCSPCSTTCTSSNTCEPC 0.982 0.947 1.000 0.969 0.986 2208.797 2 All C=C(+57)
KRT40 rs16968862_A S406L LSCSPCITTCTSSNTCEPCSAYVICTVENCCL.- 0.241 0.437 0.063 0.348 0.193 - - -
KRT40 rs721957_C C265Y  CQCETVLANNRR 0.696 0.177 0.657 0.509  0.545 - - -
KRT40 rs721957_T C265Y CQyETVLANNRR 0.767 0.986 0.825 0.906 0.893  1523.7382 3 C(+57)
CQyETVLANNR 1367.6372 2 C(+57)
KRT75 rs2232393_A E242G YEDEINKRTAAENEFVALKK 1.000 0.998 1.000 1.000 1.000 2321.07 3 T(+80), N(+1)
KRT75 rs2232393_G E242G YEDgINK 0.000 0.056 0.000  0.000 0.003 - - -
KRT81 rs2071588_G G52R GLTGGFGSHSVCr 0.543 0.126 0.669 0.558 0.530 1334.627 2 C(+57)
3 C(+57)
GLTGGFGSHSVCrG 1391.6485 2 C(+57)
3 C(+57)
GLTGGFGSHSVCrGF 1538.7169 2 C(+57)
3 C(+57)
KRT81 rs6580873_A R248L RLYEEEILILQSHISDTSVVVK 0.278 0.020 0.008 0.184 0.153  2571.4028 4 -
3 -
LYEEEILILQSHISDTSVVVK 2415.3017 3 -
LYEEEILILQSH 1486.7788 2 -
KRT82 rs2658658_A T458M  GAFLYEPCGVSmMPVLSTGVLR 0.730 0.558 0.125 0.697 0.602  2253.1406 3 C(+57)
2269.1355 2 C(+57), M(+16)
3 C(+57), M(+16)
KRT82 rs2658658_G T4A58M  GAFLYEPCGVSTPVLSTGVLR 0.789 0.884 099 0.773  0.853  2223.1478 2 C(+57)
3 C(+57)
KRT82 rs1732263_C E452D  GAFLYEPCGVSTPVLSTGVLR 1.000 0.952 1.000 0.990 1.000 2223.1478 2 C(+57)
3 C(+57)
KRT82 rs1732263_G E452D GAFLYdPCGVSTPVLSTGVLR 0.078 0.378 0.000  0.145 0.084  2209.1321 2 C(+57)
KRT82 rs1791634_C E219Q KYEEELSLRPCVENEFVALK 1.000 1.000 1.000 1.000 1.000 2453.238 3 C(+57)
4 C(+57)
YEEELSLRPCVENEFVALK 2325.1431 3 C(+57)
4 C(+57)
KYEEELSLRPCVENEFVALKK 2581.333 3 C(+57)
4 C(+57)
YEEELSLRPCVENEFVALKK 2453.2381 3 C(+57)
4 C(+57)
KRT82 rs1791634_G E219Q  KYEEELSLRPCVGNEFVALK 0.000 0.070 0.000 _ 0.000 _ 0.000 - - -
KRT83 rs2852464_C 1279M  DLNMDCmVAEIK 0.630 0.722 0353 0.630 0.484 1454.6324 2 M(+16), C(+57)
1438.6375 2 C(+57)
1470.6273 2 M(+16), C(+57), M(+16)
DLNMDCmVAEIKAQYDDIATR 2504.1102 3 M(+16), C(+57), M(+16)
2505.094 3 N(+1), M(+16), C(+57), M(+16)
LDNSRDLNMDCmVAEIK 2055.9144 2 M(+16), C(+57), M(+16)
3 M(+16), C(+57), M(+16)
LDNSRDLNMDCmVAEIKAQYDDIATR 3089.3973 4 M(+16), C(+57), M(+16)
3090.381 4 N(+1), M(+16), C(+57), M(+16)
3 M(+16), C(+57), M(+16), Q(+1)
ILQSHISDTSVVVKLDNSRDLNMDCmMVAEIK 3563.739 4 N(+1), M(+16), C(+57), M(+16)
KRT83 rs2852464_G 1279M DLNMDCIVAEIK 0.855 0.779 0.976 0.836 0.885  1420.6811 2 C(+57)
1436.676 2 M(+16), C(+16)
LDNSRDLNMDCIVAEIK 2005.9681 2 C(+57)
3 C(+57)
2006.9521 3 N(+1), C(+57)
LDNSRDLNMDCIVAEIKAQYDDIATR 3039.451 4 C(+57)
DLNMDCIVAEIKAQYDDIATR 2454.1639 2 C(+57)



3 C(+57)
2470.1588 3 M(+16), (C+57)
KRT83 rs2857671_G H493Y  PCGQLNTTCGGGSCGQGRH 0.581 0.067 0536 0.526 0.608  2003.8229 3 All C=C(+57)
GQLNTTCGGGSCGQGRH 1746.7395 3 All C=C(+57)
CKPCGQLNTTCGGGSCGQGRH 2291.9485 3 All C=C(+57)
4 All C = C(+57)
QLNTTCGGGSCGQGRH 1672.6915 2 Q(-17), All C = C(+57)
KRT83 rs2857671_A H493Y TTCGGGSCGQGRyY 0.863 0.997 0.891 0.902 0.790  1360.5369 2 All C=C(+57)
GQLNTTCGGGSCGQGRyY 1772.7439 2 All C=C(+57)
PCGQLNTTCGGGSCGQGRY 2029.827 2 All C=C(+57)
KRT83 rs2857663_G R149C  R.ECCQSNLEPLFAGYIETLR 0.996 0.941 0996 0.965 0.994 2300.0686 2 All C=C(+57)
R.ECCQSNLEPLFAGYIETLRR 2456.1697 3 All C=C(+57)
KRT83 rs2857663_A R149C  LQFYQNCECCQSNLEPLFAGYIETLR 0.203 0.300 0.157 0.384 0.110 3253.4751 3 All C=C(+57)
4 All C = C(+57)
KRT84 RS951773_A C446R  CEYQELMNAKLGLDIEIATYR 0.471 0.106 0.446 0323 0271 - - -
KRT84 RS951773_G C446R  QLrEYQELMNAKLGLDIEIATYR 0.940 0.998 0.938 0.967  0.980  2750.4182 3 Q(-17)
KRT85 rs61630004_C R78H IAVGGFRAGSCGR 1.000 1.000 1.000 0.990 1.000 1307.6637 2 C(+57)
3 C(+57)
KRT85 rs61630004_T R78H IAVGGFRAGSCGhSFGYR 0.085 0.036 0.000 0.139 0.069 - - -
KRTAP1-1 rs150218495_G P12R ACCQTSFCGFPSCSTSGTCGSSCCQPSCCETSSCQPR 1.000 1.000 0.994  0.996 0.997 4345.53 4 A(+42), All C = C(+57)
SFCGFPSCSTSGTCGSSCCQPSCCETSSCQPR 3683.3147 3 All C=C(+57)
CGFPSCSTSGTCGSSCCQPSCCETSSCQPR 3449.2142 3 All C=C(+57)
KRTAP1-1 rs150218495_C P12R  ACCQTSFCGFr 0.008 0003 0.167 0010 0104 - - -
KRTAP1-1 rs138200823_C C14F ACCQTSFCGFPSCSTSGTCGSSCCQPSCCETSSCQPR 0.998 0.815 0.984  0.996 0.980 4345.53 4 A(+42), All C = C(+57)
SFCGFPSCSTSGTCGSSCCQPSCCETSSCQPR 3683.3147 3 All C=C(+57)
CGFPSCSTSGTCGSSCCQPSCCETSSCQPR 3449.2142 3 All C = C(+57)
KRTAP1-3 rs62622849_T G82R QTSSCr TGCGIGGGIGYGQEGSSGAVSTR 0.032 0.336 0.308 0.045 0.213 2847.274 2 All C = C(+57)
KRTAP1-5 rs148449559_G T325 TCCQTSFCGYPSFSISGTCGSSCCQPSCCETSCCQPR 1.000 1.000 1.000 1.000 1.000 4422.582 4 All C=C(+57), Q(+1)
4421.598 3 All C=C(+57)
4463.6082 3 T(+42), All C = C(+57)
4 T(+42), All C=C(+57)
4464.5922 4 T(+42), All C = C(+57), Q(+1)
CCETSCCQPR 1357.4752 2 All C=C(+57)
CETSCCQPR 1197.4445 2 All C=C(+57)
KRTAP1-5 rs148449559_C T32S TCCQTSFCGYPSFSISGTCGSSCCQPSCCE s SCCQPR 0.000 0.044 0.000 _ 0.000 0.000 - - -
KRTAP1-5 rs62623375_C C35Y TCCQTSFCGYPSFSISGTCGSSCCQPSCCETSCCQPR 1.000 1.000 1.000 1.000 1.000 4422.582 4 All C=C(+57), Q(+1)
4421.598 3 All C=C(+57)
4463.6082 3 T(+42), All C = C(+57)
4 T(+42), All C=C(+57)
4464.5922 4 T(+42), All C = C(+57), Q(+1)
CCETSCCQPR 1357.4752 2 All C=C(+57)
CETSCCQPR 1197.4445 2 All C=C(+57)
KRTAP1-5 rs62623375_T C35Y TCCQTSFCGYPSFSISGTCGSSCCQPSCCETSCYQPR 0.034 0.336 0308 0.045 0.213  4424.6303 4 All C=C(+57)
3 All C = C(+57)
4466.6409 4 T(+42), All C=C(+57)
3 T(+42), All C = C(+57)
CCQTSFCGYPSFSISGTCGSSCCQPSCCETSCyQPR 4365.593 4 All C = C(+57)
KRTAP1-5 rs138758776_T T52A SCQTSFCGFPSFST 1.000 0.958 0.982 0.996 0.980  1612.6407 2 All C=C(+57)
SCQTSFCGFPSFSTSG 1756.6941 2 All C=C(+57)
SCQTSFCGFPSFSTSGT 1857.7418 2 All C=C(+57)
SCQTSFCGFPSFSTSGTC 2017.7725 2 All C=C(+57)
SCQTSFCGFPSFSTSGTCSSSC 2438.8992 3 All C=C(+57)
SCQTSFCGFPSFSTSGTCSSSCCQPS 2911.0732 3 All C=C(+57)
KRTAP1-5 rs138758776_C T52A SCQTSFCGFPSFSaSGTCSSSCCQPS 0.032 0.336 0.228 0.045 0.213 - - -
KRTAP3-2 rs9897046_T S8G SCSVPTGPATTICSSDK 0.986 0.646 0946 0955 0.945 1767.7888 2 All C=C(+57)
SCSVPTGPATTICSSDKSCR 2170.9526 3 All C=C(+57)
MDCCASRSCSVPTGPATTICSSDKSCR 3109.257 3 M(+16), M(+42), All C = C(+57)
3083.241 3 M(+32), ALL C = C(+57)
3051.252 3 All C = C(+57)
KRTAP3-2 rs3829598_A R27C SCSVPTGPATTICSSDKSCR 0.312 0.053 0.460  0.389 0.467  2170.9526 3 All C=C(+57)
CSVPTGPATTICSSDKSCR 2083.9205 3 All C = C(+57)
KRTAP3-2 rs3813050_A 146T CGVCLPSTCPHTVWLLEPICCDN 0.986 0.646 0.946 0.955 0.945  2771.1754 3 C(-17), All C = C(+57)
2788.202 3 All C=C(+57)
CGVCLPSTCPHTVWLLEPI 2239.0708 2 All C=C(+57)
CGVCLPSTCPHTVWLLEPICCDNCPPP 3222.3644 3 C(-17), All C = C(+57)
CGVCLPSTCPHTVWLLEPICCDNCPPPCHIPQPCVPT 4428.9282 4 All C=C(+57)
CGVCLPSTCPHTVWLLEPICCDNCPPPCHIPQPCVPTCF 4719.0007 4 C(-17), All C = C(+57)
CGVCLPSTCPHTVWLLEPICCDNCPPPCHIPQPCVPTCF 4736.0272 4 All C = C(+57)
KRTAP4-1 rs398825_T A134T  ATCCRPSC 0.996 0.992 0.998 1.000 1.000 1011.3805 2 All C=C(+57)
ATCCRPSCC 1171.4111 2 All C=C(+57)
ATCCRPSCCG 1228.4326 2 All C=C(+57)
ATCCRPSCCGS 1315.4646 2 All C=C(+57)
ATCCRPSCCGSS 1402.4966 2 All C=C(+57)
ATCCRPSCCGSSC 1562.5273 2 All C=C(+57)
KRTAP4-1 rs398825_C A134T tTCCRPSCCGSSC 0.131 0.113 0.101 0.045 0.052  1592.5379 2 All C = C(+57)
KRTAP4-2 rs62067292_G T595 SVCCQPTCCSPSCCQTTCCR 0.998 1.000 1.000 1.000 0.997 2568.894 3 All C=C(+57)
QPTCCSPSCCQTTCCR 2062.7326 3 All C=C(+57)
TTCCRPSCCVSSCCRPQCCQSVCCQPTC 3616.2992 3 All C=C(+57)
TTCCRPSCCVSSCCRPQCCQSVCCQPTCCSPSCCQTTCCR 5174.808 4 All C=C(+57)
CQSVCCQPTCCSPSCCQTTCCR 2839.957 3 C(-17), All C = C(+57)
CCQPTCCSPSCCQTTCCR 2382.794 3 All C=C(+57)
CQPTCCSPSCCQTTCCR 2222.763 3 All C=C(+57)
KRTAP4-2 rs62067292_C T595 SVCCQPsCCSPSCCQTTCCR 0.141 0.005 0.000  0.018 0.032 - - -
KRTAP4-2 rs389784_T Y95C QSVYCQPTCCRPSCGQTTCCR 0.131 0.113 0.101 0.045 0.052  2666.0455 3 All C=C(+57)
TTCCRPSCCVSSCFRPQCCQSVY 2960.149 3 All C=C(+57)
CQSVYCQPTCCRPSCGQTTCCR 2826.076 4 All C=C(+57)
KRTAP4-2 rs389784_C Y95C QSVcCQPTCCRPSCGQTTCCR 0.996 0.992 0.998 1.000 1.000 - - -
KRTAP4-3 rs428371_G P152s PACCISSCCHPSCCVSSCR 1.000 0.852 1.000 1.000 0.994  2344.8477 3 All C=C(+57)
KRTAP4-3 rs428371_A P152S SACCISSCCHPSCCVSSCR 0.004 0.604 0.000 _ 0.000 0.052 - - -
KRTAP4-4 rs366700_C R154S TTCCRPSCCVSR 1.000 0.850 1.000 1.000 0.994  1543.6232 2 All C=C(+57)
TCCRPSCCVSR 1442.5756 2 All C=C(+57)
R.CYRPHC 875.3287 2 C(-17), All C = C(+57)
R.CYRPHCGQSL 1277.5514 3 All C=C(+57)
R.CYRPHCGQSLC 1437.582 2 All C=C(+57)
3 All C=C(+57)
1420.5555 C(-17), All C = C(+57)
R.CYRPHCGQSLCC 1597.6127 2 All C=C(+57)
3 All C = C(+57)
1598.5967 2 All C=C(+57), Q(+1)
3 AllC = C(+57), Q(+1)
1581.5701 2 C(-17), All C = C(+57), Q(+1)
1580.5861 2 C(-17), All C = C(+57)
KRTAP4-4 rs366700_G R154S  TTCCRPSCCVSs 0.004 0.608 0.000 0.000 0.052 1474.5542 2 All C=C(+57)
TTCCRPSCCVSsCYRPHCGQSLCC 3053.1489 2 All C=C(+57)
3 All C=C(+57)
4 All C = C(+57)



3054.133 3 Q(+1), All C = C(+57)
KRTAP4-4 rs385055_T Y25C VNSCCGSVCSDQGCGLENCCRPSYCQTTCCR 1.000 0.778 1.000 1.000 0.994  3792.3933 3 All C=C(+57)
4 All C=C(+57)
3793.3773 3 All C = C(+57), Q(+1)
NSCCGSVCSDQGCGLENCCRPSYCQTTCCR 3735.335 3 N(+42), All C = C(+57)
4 N(+42), Al C = C(+57)
LENCCRPSYCQTTCCR 2164.8449 3 All C=C(+57)
NCCRPSYCQTTCCR 1922.718 2 All C=C(+57)
3 All C=C(+57)
CCRPSYCQTTCCR 1791.6488 2 C(-17), All C = C(+57)
3 C(-17), All C = C(+57)
1808.6754 2 All C=C(+57)
3 All C=C(+57)
CRPSYCQTTCCR 1648.6447 3 All C=C(+57)
1631.6182 2 C(-17), All C = C(+57)
PSYCQTTCCR 1332.5129 2 All C=C(+57)
YCQTTCCR 1148.4282 2 All C = C(+57)
KRTAP4-4 rs444509_A €355 TTCCRPSCCVSSCCRPQCCQTT 1.000 0.852 1.000 1.000 0.994  2826.0431 3 All C=C(+57)
TTCCRPSCCVSSCCRPQCCQTTC 2986.0738 3 All C=C(+57)
TTCCRPSCCVSSCCRPQCCQTTCR 3302.2056 4 All C = C(+57)
KRTAP4-4 rs75030409_T Q109R  TTCCRPSCCRPQ 1.000 0.995 1.000 1.000 1.000 1582.6341 2 All C=C(+57)
3 All C = C(+57)
TTCCRPSCCRPQC 1742.6648 3 All C=C(+57)
TTCCRPSCCRPQCC 1902.6954 3 All C=C(+57)
2 All C=C(+57)
TTCCRPSCCRPQCCQ 2030.754 3 All C=C(+57)
TTCCRPSCCRPQCCQSVC 2376.8851 3 All C=C(+57)
TTCCRPSCCRPQCCQSVCCQPT 2863.0748 3 All C=C(+57)
KRTAP4-4 rs75030409_C Q109R TTCCRPSCCRPr 0.000 0.097 0.000 _ 0.000 0.009  1610.6767 3 All C = C(+57)
KRTAP4-5 rs1497383_A R22C VSSCCGSVSSEQSCGLENCCcPSCCQTTCCR 0.720 0.610 0.554 0.769  0.764 3738.291 3 All C = C(+57), N(+1)
KRTAP4-6 rs73983172_G P63S PSCCPSCCQTTCCR 1.000 0.964 1.000 1.000 1.000 1833.6264 2 All C=C(+57)
RPSCCPSCCQTTCCR 1989.7275 3 All C=C(+57)
2 All C=C(+57)
CRPSCCPSCCQTTCCR 2149.7581 3 All C=C(+57)
CCRPSCCPSCCQTTCCR 2309.7888 3 All C=C(+57)
CRPQCCQSVCCQPTCCRPSCCPSCCQTTCCR 4131.4725 4 All C=C(+57)
TTCCRPSCCVSSCCRPQCCQSVCCQPTCCRPSC 4276.5464 4 All C=C(+57)
CQSVCCQPTCCRPSCCPSCCQTTCCR 3430.1988 3 All C = C(+57)
KRTAP4-7 rs11655310_G S16G VSSCCGSVCSDQGCgQDLCQETCCRPSCCQTTCCR 0.851 0.985 0.651 0.738  0.867 4280.529 4 All C = C(+57)
KRTAP4-7 rs383835_A D18V SSCCGSVCSDQGCSQVLCQETCCRPSCCQTTCCR 0.644 0.601 0.643  0.736_ 0.631 4295.565 4 All C = C(+57)
KRTAP4-8 rs201814486_G T183S  VSCHTTCYRPACVIST 1.000 0.968 1.000 1.000  1.000 1911.851 3 All C=C(+57)
VSCHTTCYRPACVISTCPR 2325.0355 3 All C=C(+57)
4 All C=C(+57)
VSCHTTCYRPACVISTCPRPVCC 2841.218 3 All C=C(+57)
4 All C=C(+57)
VSCHTTCYRPACVISTCPRPVCCASS 3086.3192 4 All C=C(+57)
VSCHTTCYRPACVISTCPRPVCCASSC 3246.3498 3 All C=C(+57)
4 All C = C(+57)
VSCHTTCYRPACVISTCPRPVCCASSCC 3406.3805 3 All C=C(+57)
4 All C = C(+57)
KRTAP4-8 rs201814486_C T183S PACVISsCPR 0.002 0.324 0.020 0.004 0.046 - - -
KRTAP4-8 rs138296121_C G7S VNSCCGSVCSDQGCGQDLCQETCCCPSCCQTTCCR 0.998 0.974 0.984  0.996 0.983  4311.4696 3 All C=C(+57)
4 All C=C(+57)
4312.454 4 All C = C(+57), Q(+1)
KRTAP4-8 rs138296121_T G7S VNSCCsSVCSDQGCGQDLCQETCCCPSCCQTTCCR 0.030 0.253 0.286 0.041 0.210 - - -
KRTAP4-9 rs113059833_A D18v VSSCCGSVCSDQGCGQDLCQETCCRPSCCETTCCR 0.998 0.990 0.999 0.999 0.999  4281.5132 3 All C=C(+57)
4 All C=C(+57)
SSCCGSVCSDQGCGQDLCQETCCRPSCCETTCCR 4225.439 4 All C = C(+57), S(+42), Q(+1)
KRTAP4-9 rs113059833_T D18V VSSCCGSVCSDQGCGQVLCQETCCRPSCCETTCCR 0.090 0.194 0.032 0.046 0.036 - - -
KRTAP4-11 rs9897031_C R17Q VNSCCGSVCSHQGCGR 0.491 0.073 0.794  0.661 0.556  1824.6993 2 All C=C(+57)
3 All C=C(+57)
1825.6833 3 N(+1), Al C = C(+57)
NSCCGSVCSHQGCGR 1725.6308 3 All C=C(+57)
1767.641 3 N(+42), All C = C(+57)
CGSVCSHQGCGR 1347.4987 2 C(-17), All C = C(+57)
KRTAP4-11 rs9897031_T R17Q VNSCCGSVCSHQGCGqDLCQETCCRPSCCETTCCR 0.918 0.997 0.655 0.798 0.893 - - -
KRTAP4-11 rs113376601_C R26H CGRDLCQETCCRPSCCETTCCR 0.998 0.952 0.984  0.996 0.980 2926.07 3 All C = C(+57)
KRTAP9-2 rs9902235_C S56C RPTSCQNTCCR 0.913 0.855 0.861 0.959 0.965  1439.5937 3 All C=C(+57)
CRPTSCOQNTCCR 1599.6243 3 All C=C(+57)
1582.598 3 C(-17), All C = C(+57)
2 C(-17), All C = C(+57)
CQPCCRPTSCQNTCCR 2144.7969 3 All C=C(+57)
CVSSCCQPCCRPTSCONTCCR 2737.9907 3 All C=C(+57)
TTCWKPTTVTTCSSTSCCQPACCVSSCCQPCCRPTSCQNTCCR 5314.0017 4 All C=C(+57)
TTCWKPTTVTTCSSTSCCQPACCVSSCCQPCCRPTSCQNTCCRTT 5515.113 4 All C=C(+57)
KRTAP9-2 rs9902235_G S56C CRPTcCQNTCCR 0.421 0.646 0.597 0.350 0.300  1655.5964 2 C(-17), All C = C(+57)
3 C(-17), All C = C(+57)
1672.6229 2 All C=C(+57)
3 All C=C(+57)
RPTcCQNTCCR 1512.5923 3 All C=C(+57)
CQPACCVSSCCQPCCRPTCCQNTCCR 3427.1991 3 All C=C(+57)
CCVSSCCQPCCRPTCCQNTCCR 2971.02 3 All C=C(+57)
CVSSCCQPCCRPTCCQNTCCR 2810.9893 3 All C=C(+57)
SCCQPCCRPTcCQNTCCR 2464.858 3 All C=C(+57)
CCQPCCRPTCCOQNTCCR 2377.8262 3 All C=C(+57)
CQPCCRPTcCQNTCCR 2200.769 3 C(-17), All C = C(+57)
2217.7956 3 All C=C(+57)
QPCCRPTcCONTCCR 2057.7649 3 All C=C(+57)
2040.7384 2 Q(-17), All C = C(+57)
3 Q(-17), All C = C(+57)
VSSCCQPCCRPTCCQNTCCR 2650.9587 3 All C=C(+57)
TTCWKPTTVTTCSSTPCCQPACCVSSCCQPCCRPTcCQNTCCRTT 5598.132 4 All C=C(+57)
TTCWKPTTVTTCSSTPCCQPACCVSSCCQPCCRPTCCQNTCCR 5396.0371 4 All C=C(+57)
TTCWKPTTVTTCSSTPCCQPACCVSSCCQPCCRPTCCQNTCCR 5397.021 4 Q(+1), All C = C(+57)
KRTAP9-2 rs146532415_T C149R  TCYYPTTVCLPGCLNQSCGSNCCQPCCRPACCETTCCR 1.000 1.000 1.000 1.000 1.000 4769.7742 4 Q(+1), All C=C(+57)
4768.79 3 All C = C(+57)
4768.7902 4 All C=C(+57)
KRTAP9-2 rs146532415_C C149R  TCYYPTTVCLPGCLNQSCGSNCCQPCCRPAr 0.000 0.085 0.000 0.000 0.006 - - -
KRTAP9-4 rs2191379_A S146Y  CRPACCETTCFQPTCVySCCQPFCC 0.903 0.755 0.859 0.955 0.954 3309.1936 3 All C=C(+57)
3292.167 3 C(-17), All C = C(+57)
PACCETTCFQPTCVySCCQPFCC 2993.0618 2 All C=C(+57)
3 All C = C(+57)
CVysccaPFcC 1540.5146 2 All C=C(+57)
KRTAP9-4 rs2191379_C S146Y PACCETTCFQPTCVSSCCQPFCC 0.435 0.744 0.597 0.346 0.352 2917.031 3 All C=C(+57)
CRPACCETTCFQPTCVSSCCQPFCC 3233.1623 3 All C=C(+57)
3216.136 3 C(-17), All C = C(+57)



CFQPTCVSSCCQPFCC 2097.7414 2 All C=C(+57)
CVSSCCQPFCC 1464.4833 2 All C = C(+57)
KRTAP9-6 rs12938692_A Y86C CCSTPCYQPICCGSSCCGQTSCGSSCGQSSSCAPVYCR 0.787 0.977 0915 0.528 0.486 4433.5758 4 All C=C(+57)
KRTAP9-6 1512938692_G Y86C  TTCCQPTCVTSCCQPSCCSTPCc QPICCGSSCCGQTSCGSSCGQSSSCAPVYC 0709 0.283  0.499  0.902  0.920 - - .
KRTAP9-6 rs576405629_A Y145C  TCYHPTTVCLPGCLNQSCGSSCCQPCYCPAC 0.664 0.912 0.766 0.718  0.608  3755.4061 3 All C=C(+57)
4 All C = C(+57)
TCYHPTTVCLPGCLNQSCGSSCCQPCYCPACCVSSCCQH 4773.748 4 All C=C(+57)
KRTAP9-6 rs576405629_G Y145C R.RTCYHPTTVCLPGCLNQSCGSSCCQPCc C PACCVSSCCQHSCC.- 0.477 0.191 0.345 0.526 0.576 - - -
KRTAP9-6 rs537301040_T C146R  TCYHPTTVCLPGCLNQSCGSSCCQPCYCPAC 0.666 0.912 0.766 0.718 0.608  3755.4061 3 All C=C(+57)
4 All C = C(+57)
TCYHPTTVCLPGCLNQSCGSSCCQPCYCPACCVSSCCQH 4773.748 4 All C=C(+57)
KRTAP9-6 rs537301040_C C146R R.RTCYHPTTVCLPGCLNQSCGSSCCQPCY r PACCVSSCCQHSCC.- 0.477 0.191 0345 0.526  0.576 - - -
KRTAP9-6 rs12938374_G 51y TTCWQPTIVTTCSSTPCCQPSCCVSSCCQPCCHPTCCONTCCR 0.903 0.743 0.859 0.953  0.954 5404.99 4 All C=C(+57)
KRTAP9-6 rs12938374_A C51Y TTCWQPTIVTTCSSTPCCQPSCCVSSCCQPYCHPTCCQNTCCR 0.435 0.749 0.599  0.344  0.352  5408.0225 4 All C = C(+57)
KRTAP9-9 rs150962386_C T25S TTCWKPTTVTTCSSTPCCQPSCCVSSCCQPCCRPACCQNTCCR 1.000 0.970 1.000 1000 1.000 5383.0054 4 All C=C(+57), Q(+1)
5382.021 4 All C=C(+57)
KRTAP9-9 rs150962386_G T255 TTCWKPTTVsTCSSTPCCQPSCCVSSCCQPCCRPACCQNTCCR 0.002 0.283 0.000 _ 0.000 0.032 - - -
KRTAP10-5 rs464391_C R268P PASCVSLLCRPACSRLAC 0.998 0.991 0.966 0.975 0.994 2077.976 3 All C=C(+57)
KRTAP10-5 rs464391_G R268P PASCVSLLCRPACSpLAC 0.074 0.171 0.359 0.223 0.098 - - -
KRTAP10-6 rs465279_A S300P  SSSSVSLLCHPVCK 0.928 0.425 0702 0.845 0.873  1560.7509 3 All C = C(+57)
KRTAP10-8 rs411254_A H26R TYVIAASTMSVCSSDVGHVSR 0.097 0.121 0335 0.290 0.089 - - -
KRTAP10-8 rs411254_G H26R TYVIAASTMSVCSSDVGr 0.998 0.997 0.972 0.990 0.994  1919.8838 2 M(+16), C(+57)
TYVIAASTMSVCSSDVGrVSR 2262.0852 3 M(+16), C(+57)
KRTAP10-9 rs9980129_T C257R PACCVPVSSCCAPTSSCQPSYCR 0.922 0.775 0.867 0.875 0.905 - - -
KRTAP10-9 rs9980129_C C257R  PVCRPACCVPVSSCCAPTSST 0.509 0.759 0569 0.579 0.556  2408.0396 3 All C=C(+57)
PACCVPVSSCCAPTSSr 1895.7867 3 All C=C(+57)
CVPVSSCCAPTSST 1567.6662 2 All C = C(+57)
KRTAP10-10 rs4818950_G V158M  SVCYVPVCSGASTSC 0.529 0.825 0.542 0.597 0.565  1633.6655 2 All C=C(+57)
KRTAP10-10 rs4818950_A V158M  SVCYmPVCSGASTSCCQQSSCQPACCTASCCRPSSSVSLLCHPVCK 0.915 0.693 0.875 0.857 0.899 -- - -
KRTAP10-10 rs7280841_A V206! STCCVPiPSCGASASSCQPSCCR 0.000 0.144 0.000  0.006  0.017  2589.0078 3 All C=C(+57)
KRTAP10-12 rs61745911_G C236Y  RVPVPSCCVPTSSCQPSCSRLASCGSLLCRPTCSRLAC 1.000 0.894 1.000 0949  0.991 4384.963 4 All C=C(+57), Q(+1), S(+30)
4353.968 4 All C=C(+57)
RVPVPSCCVPTSSCQPSCGRLASCGSLLCR 3408.552 3 All C=C(+57)
LASCGSLLCR 1136.5551 2 All C = C(+57)
KRTAP10-12 rs61745911_A C236Y LASCGSLLYR 0.082 0.572 0.056 0.360 0.124 - - -
KRTAP10-12 rs34302939_G G226S VPVPSCCVPTSSCQPSCGR 0.976 0.640 0.988 0.857 0.971  2134.9137 2 All C=C(+57)
VPVPSCCVPTSSCQPSCGRLASCGSLLCR 3252.451 3 All C=C(+57)
RVPVPSCCVPTSSCQPSCGR 2291.0148 3 All C=C(+57)
RVPVPSCCVPTSSCQPSCGRLASCGSLLCR 3408.552 3 All C=C(+57)
4 All C = C(+57)
RVPVPSCCVPTSSCQPSCGRLASCGSLLCRPTCSRLAC 4353.968 4 All C=C(+57)
KRTAP10-12 rs34302939_A G226S RVPVPSCCVPTSSCQPSCsRLASCGSLLCRPTCSRLAC 0.254 0.887 0.218 0.601 0.248 4383.979 4 All C=C(+57)
RVPVPSCCVPTSSCQPSCsRLASCGSLLCRPTCSRLAC 4384.963 4 All C=C(+57), Q(+1)
VPVPSCCVPTSSCQPSCsRLASCGSLLCRPTCSRLAC 4227.877 4 All C = C(+57)
KRTAP11-1 rs71321355_C R72Q CEPTACQPTCYR 0.960 0.997 0.996 0.900 0.980 1542.613 2 All C=C(+57)
1525.587 2 C(-17), All C = C(+57)
CEPTACQPTCYRR 1698.7145 3 All C=C(+57)
EPTACQPTCYR 1382.5827 2 All C=C(+57)
1364.5722 2 E(-17), All C = C(+57)
TACQPTCYR 1156.4874 2 All C=C(+57)
TACQPTCYRR 1312.5885 3 All C=C(+57)
ACQPTCYR 1055.4397 2 All C=C(+57)
CQPTCYR 984.4026 2 All C=C(+57)
R.RTSCVSNPCQVTC 1568.6614 2 All C=C(+57)
R.RTSCVSNPCQVTCSR 1811.7945 3 All C=C(+57)
1812.7786 3 All C = C(+57), Q(+1)
KRTAP11-1 rs71321355_T R72Q CEPTACQPTCYqQR 0.356 0.095 0.101 0.524 0.271 - - -
KRTAP11-1 rs9636845_A C111s PLTFVSSGCQPLGGISSVCQPVGGISTVCQPVGGVSTVCQPACGVSR 0.992 1.000 0.794  0.982 0.963  4804.2984 4 All C=C(+57)
SRPLTFVSSGCQPLGGISSVCQPVGGISTVCQPVGGVSTVCQPACGVSR 5047.4315 4 All C=C(+57)
VSSGCQPLGGISSVCQPVGGISTVCQPVGGVSTVCQPACGVSR 4346.0454 4 All C=C(+57)
TFVSSGCQPLGGISSVCQPVGGISTVCQPVGGVSTVCQPACGVSR 4594.162 4 All C = C(+57)
KRTAP13-2 rs3804010_G S74R GCQEICWEPTSCQTSYVESSPCQTSCYRPR 0.988 0.924 0.996 0.984 0.991 3713.518 3 All C=C(+57)
CQEICWEPTSCQTSYVESSPCQTSCYRPR 3656.497 3 All C=C(+57)
KRTAP13-2 rs3804010_C S74R GCQEICWEPTSCQTSYVESr 0.233 0.513 0.119  0.215  0.190  2477.0166 3 All C = C(+57)
KRTAP16-1 rs2074285_C P340R  RCPSVCPEPVSCPSTSCR 0.887 0.622 0.839 0939 0.937 21359089 3 All C=C(+57)
KRTAP16-1 rs2074285_G P340R RCrSVCPEPVSCPSTSCR 0.485 0.849 0.633 0.384 0.424 2194.957 2 All C=C(+57)
3 All C = C(+57)
LAMP1 rs9577230_T 1309T FFLQGIQLNTILPDAR 1.000 0.982 0.982 1.000 0.997  1846.0221 2 -
3 -
FFLQGIQLNTILPDARDPAFK 2404.3023 3 -
LAMP1 rs9577230_C 13097 FFLQGIQLNTtLPDAR 0.002 0.197 0.256  0.006 0.110 - - -
LRRC15 rs13060627_C v270L LYLSNNHISQLPPSVFMQLPQLNR 0.946 0.967 0.998 0.988 0.986  2825.4767 3 M(+16)
LRRC15 rs13060627_T V270L LYLSNNHISQLPPSIFMQLPQLNR 0.427 0.352 0.135 0.243 0.268  2839.4923 3 M(+16)
LRRC15 rs13070515_A P286L ELSIGIFGPMPNLR 0.378 0.179 0.135 0.211 0.207 - - -
LRRC15 rs13070515_G P286L ELSPGIFGPMPNLR 0.956 0.992 0.998 0.990 0.997 1543.7937 2 M(+16)
LTLFGNSLKELSPGIFGPMPNLR 2517.3534 3 M(+16)
ELSPGIFGPMPN 1274.6085 2 M(+16)
LGALS3 rs10148371_G R183K LDNNWGR 1.000 0.982 1.000 1.000 1.000 874.4166 2 -
890.4115 2 W(+16)
875.4006 2 N(+1)
906.4064 2 W(+32)
LGALS3 rs10148371_A R183K  LDNNWGk 0.002 0.221 0.000  0.000 0.017 - - -
LGALS3 rs11125_A Q201H  IQVLVEPDHFK 0.996 1.000 1.000 0.992  0.991 1324.726 2 -
3 -
1325.71 3 Q(+1)
LGALS3 rs11125_T Q201H  |hVLVEPDHFK 0.153 0.002 0.012 0.176 0.150 . - .
NEU2 rs2233384_C S11R ESVFQSGAHAYR 1.000 0.997 0992 0.998 0.994 1351.6389 3 -
2 -
NEU2 rs2233384_A S11R ASLPVLQKEr 0.002 0.076 0.214  0.108 0.049 - - -
NEU2 rs2233385_G R41Q IPALLYLPGQQSLLAFAEQR 1.000 1.000 0.994 1.000 1.000 2228.2438 2 -
3 -
NEU2 r52233385_A R41Q  IPALLYLPGQQSLLAFAEQq 0006 0.000 0.61 0012 _ 0.061 - - -
NEU2 rs2233390_G A145T  DLTDAAIGPAYR 1.000 0.998 1.000 1.000 1.000 1262.6375 2 -
NEU2 rs2233390_A A145T DLTDtAIGPAYR 0.000 0.048 0.000 0.000 0.003 - - -
NEU2 rs2233391_A H168N  EWSTFAVGPGHCLQLNDR 0.757 0.292 0.058 0.358 0.499 2086.9764 3 C(+57)
2084.961 3 E(-18), W(+16), C(+57)
NEU2 rs2233391_C H168N  EWSTFAVGPGHCLQLHDR 0.753 0.967 0.998 0.945 0.893  2109.9923 3 C(+57)
4 C(+57)
2107.977 4 E(-18), W(+16), C(+57)
PGLYRP2 rs34440547_C R394Q  CRWGAAPYR 0.952 0.970 0.915 0.951 0.919  1168.5316 2 C(+57), W(+32)
3 C(+57), W(+32)
1136.542 2 C(+57)
PGLYRP2 rs34440547_T R394Q  CRWGAAPYq 0.398 0.286 0.508 0.413 0.401 - - -
PKP1 rs61818256_C R684W  R.LLLSDMWSSK 1.000 1.000 1.000 1.000 1.000 1195.6027 2 M(+16)
2 W(+16)
1179.6078 2 -



SSASPKAAEAAR 1145.5909 3 -
PKP1 rs61818256_T R684W  AAEAAWLLLSDMWSSK 0.026 0.000 0.000 0.006 0.035 - - -
PKP1 rs34626929_G R116H  EPDNRRFSSYSQMENWSR 1.000 0.992 1.000 1000  1.000 2305.005 3 M(+16)
2305.989 3 N(+1), M(+16)
PKP1 rs34626929_A R116H hFSSYSQMENWSR 0.002 0.179 0.000  0.000 0.003 - - -
PKP1 rs10920171_C A442v NYSGLIDSLMAYVQNCVAASR 1.000 1.000 1.000 1.000 1.000 2348.101 2 M(+16), C(+57)
3
2364.096 3 M(+32), C(+57)
PKP1 rs10920171_T A442V  NYSGLIDSLMAYVQNCWVASR 0.000 0.044 0.000 0.000 0.000 - - -
PLB1 rs6753929_G V167L AFVNLVDLSEVAEVSR 0.942 0.989 0.944  0.965 0.902  1747.9225 2 -
3 -
PLB1 rs6753929_C V167L  AFINLVDLSEVAEVSR 0.427 0.174 0391 0.368 0.510 1761.938 2 -
PLCD1 rs933135_C R257H  EEAAGPALALSLIER 1.000 1.000 0964 0.994 1.000 1539.8377 2 -
3 -
PLCD1 rs933135_T R257H EEAAGPALALSLIEnYEPSETAK 0.030 0.000 0.329 0.190 0.061 - - -
PLEC rs201070741_C A1885T  RLEEQAAQHK 1.000 1.000 1.000 1.000 1.000  1209.6335 3 -
PLEC rs201070741_T A1885T  LEEQAtQHK 0.004 0.000 0.071 0.010 0.003 - - -
PLEC rs11136334_C R1386Q  R.QEQALLEEIER 0.823 0.980 0.982 0.855 0.893  1357.6958 2 -
PLEC rs11136334_T R1386Q EQLgQEQALLEEIER 0.678 0.051 0.268 0.550 0.484 - - -
PPL rs2037912_C Q1573E  QNLQLETR 0.775 0.057 0.893 0.706 0.729  1001.5374 2 -
PPL rs2037912_G Q1573E  eNLQLETR 0.712 0.997 0.589 0.769 0.787 - - -
PPL rs143676756_C R1457Q  VVLQQDPQQAR 1.000 1.000 1.000 1.000 1.000 1281.691 2 -
PPL rs143676756_T R1457Q  VVLQQDPQQAQEHALLR 0.004 0.002 0.004 0.000 0.003 - - -
S100A3 rs116208483_G Le2v FMSVLDTNK 1.000 1.000 1.000 1.000 1.000 1054.5238 2 -
1070.5187 2 M(+16)
FMSVLDTNKDCEVDFVEYVR 2466.1316 3 C(+16)
2482.1265 3 M(+16), C(+57)
2483.111 3 M(+16), N(+1), C(+57)
S100A3 rs36022742_C R3K ARPLEQAVAAIVCTFQEYAGR 0.996 0.858 1.000 0.996 0.983  2350.1972 3 C(+57)
2392.2078 3 A(+42), C(+57)
2393.1918 3 A(+42), Q(+1), C(+57)
2351.181 3 N(+1), C(+57)
S100A3 rs36022742_T R3K AkPLEQAVAAIVCTFQEYAGR 0.099 0.637 0.030 0.123 0.182 2322.191 3 C(+57)
2364.2017 2 A(+42), C(+57)
3 A(+42), C(+57)
S100A3 rs41265164_G H87Q SLACLCLYCHEYFK 0.996 0.834 1.000  0.996 0.983  1863.8227 2 All C=C(+57)
3 All C=C(+57)
LCLYCHEYFK 1432.6388 3 All C = C(+57)
CLYCHEYFK 1302.5282 2 C(+57), C(-17)
LYCHEYFK 1159.5241 3 C(+57)
CHEYFK 866.3501 2 C(+57), C(-17)
SERPINB3 rs61748838_C R279P ETRVDLHLPR 1.000 0.956 1.000 1.000 1.000 - - -
SERPINB3 rs61748838_G R279P ETpVDLHLPR 0.008 0.366 0.000 _ 0.002 0.029  1176.6372 3 -
SERPINBS rs1455555_A 1319V GVALSNVIHK 0.781 0.958 0.776 0.892 0.818  1037.6102 2 -
SERPINBS rs1455555_G 1319V GVALSNVVHK 0.714 0.334 0.750 _ 0.575 0.637 _ 1023.5946 2 -
SERPINBS rs2289519_T S176P FSESETK 0.525 0.238 0.611 0.521 0.634  827.3781 2 -
SYNGR2 rs142608913_G A28S FLTQPQVVAR 1.000 0.973 1.000 1.000  1.000 1158.663 2 -
SYNGR2 rs142608913_T A28S FLTQPQVVsR 0.000 0.312 0.000  0.000 0.037 1174.6579 2 -
TACSTD2 rs14008_G D216E  AAGDVDIGDAAYYFER 0.998 0.870 0984 0996 0991 1732.7813 2 -
TACSTD2 rs14008_T D216E _ AAGeVDIGDAAYYFER 0.097 0.560 0.260 0.211  0.098  1746.7969 2 -
TCHH rs2515663_A L63R TVDLILELLDLDSNGR 0.000 0.073 0.000 0.000 0.009 - - -
TCHH rs2515663_C L63R TVDLILELLDr 1.000 0.995 1.000 1.000  1.000  1299.7518 2 -
TGM3 rs214803_A T13K AALGVQSINWQKAFNR 0.986 0.646 0996 0.969 0.968 1844.9766 3 A(+42)
TGM3 rs214803_C T13K AALGVQSINWQTAFNR 0.310 0.826 0.147 0.284 0.303  1817.9293 2 A(+42)
3 A(+42)
TGM3 rs214814_G S249N SWNGSVEILK 0.986 0.947 0.998 1.000 0.994  1132.5997 2 -
1133.5837 2 N(+1)
TGM3 rs214814_A S249N  nWNGSVEILK 0.207 0.372 0.135 0.092  0.150  1159.6106 2 -
TRIM29 rs1670195_G S91C NSNYFSMDSMEGK 1.000 1.000 1.000 1.000 1.000  1541.5883 2 All M = M(+16)
VsIG8 rs62624468_C Vva71 LGCPYVLDPEDYGPNGLDIEWMQVNSD 1.000 0.992 1.000 1.000 1.000 3112.355 3 C(+57), M(+16)
LGCPYVLDPEDYGPNGLDIEWMQVNSDPAHHR 3710.6639 3 C(+57), M(+16)
4 C(+57), M(+16)
3 C(+57), W(+16)
4 C(+57), W(+16)
3694.6689 4 C(+57)
3711.648 4 C(+57), W(+16), N(+1)
4 C(+57), M(+16), N(+1)
4 C(+57), M(+16), Q(+1)
4 C(+57), W(+16), Q(+1)
3726.6587 4 C(+57), W(+16), M(+16)
4 C(+57), W(+32)
C(+57), M(+32)
VLDPEDYGPNGLDIEWMQVNSDPAHHR 3120.4116 3 M(+16)
4 M(+16)
VSIG8 rs62624468_T V47! LGCPYiLDPEDYGPNGLDIEWMQVNSDPAHHR 0.036 0.130 0.000 _ 0.006 0.043 - - -




